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MONDAY, JANUARY 29, 2024

1:00-2:00 PM
PGCRL EVENT Roowms 3A/3B (03.9310, 3%° FLOOR)
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https://zoom.us/j/94474248740?pwd=T0l1eVkrTidVMFlyZzRsTnJWdIIrQT09
RESEARCH Meeting ID: 944 7424 8740 Passcode: 135538
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